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G
res, fwhm

= 24.5 - 4.0 meV

t
max

= 0.07 - 0.30 ns

DE = ± 400 - ± 150 meV

simultaneous fit of elastic scattering data 

to CH3 jump rotation model 1
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quaternary structure of apoferritin

internal diameter = 80 Å 
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G
res, fwhm

= 0.9 meV

t
max

= 2 ns

DE = ± 14 meV
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with the theoretical assumptions

and

being validated experimentally...
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Lyophilised apoferritin, above T~100K 
and in the ps-ns time regime, exhibits a 

single dynamic response driven by 
methyl groups alone

No contribution is observed from 
protons associated with non-CH3

species

A distribution of CH3 activation energies 
is obtained in line with the 

environmental heterogeneity


